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dsRNA ‘hotspot’ classification
Molecular Function p-value
ribulose-bisphosphate carboxylase activity ~0
structural molecule activity 5.62E-74
structural constituent of ribosome 9.65E-57
chlorophyll binding 3.10E-23
tetrapyrrole binding 9.37E-11
structural constituent of cytoskeleton 1.02E-10
translation factor activity 5.56E-10
NADH dehydrogenase activity 4.26E-08
translation initiation factor activity 4.52E-07
oxidoreductase activity, acting on NADH or NADPH  9.83E-07
structural constituent of cell wall 3.98E-06
RNA binding 4.57E-06
nucleic acid binding 5.10E-06
monovalent inorganic cation transporter activity 1.14E-05
hydrogen ion transmembrane transporter activity 1.67E-05
aldehyde or ketonic transferase activity 3.70E-05
ATP synthase activity, rotational mechanism 7.10E-05
carboxy-lyase activity 7.78E-05
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dsRNA ‘hotspot’ classification



