C1-5-UTR

AGATCTAGAT CTccccttctccececggeggttagtgctgagagtgcggagtgtgtgctccgggcetcggaacacacatttattatta
aaaaatccaaaaaaaatctaaaaaatcctttgaaaaaacccaaaaaaaatttacaaaaaaatccgegtctcceccgecggag Bl

eI - c c co g tgaagcagccgagaccgaccegeccgeccgeggecccgeagetccaagcaggaa
cccagagaccgaggccttcctgecgeccggacccageaccgecagectegcteeceeggticcacggeegttgagtacgegtegat
tccggttgaattttgtcectetgegetegeccecgetecectecceceggeteegteccecggeccegeactegetetectectetcacyg

gaaaggtcgcggcectgeggcecccgegggcagecgtgecgagGCTAGCGCTAGC

Mut 1

AGATCTAGATCTccccttctccececggeggttagtgctgagagtgcggagtgtgtgetccgggctcggaagecggagacttttat
tttttttcttcctettttataaaataacccggtgaagcagecgagaccgacccgeccgeccgeggecccgeagcetccaagcaggaace
cagagaccgaggccttcctgeccgeccggacccagcaccgcecagcctcgcteeececggttccacggecgtigagtacgegtegatte
cggttgaattttgtccctctgcgcetegeccccgcteeccteecccceggcteegteccceggeccegeactegctetectectetcacggga

aaggtcgcggectgeggecccgegggcagecgtgeccgagGCTAGCGCTAGC

Mut 2

AGATCTAGATCTccccttctccceggeggttagtgctgagagtgcggagtgtgtgetccgggcetcggaacacacatttattatta
aaaaatccaaaaaaaatctaaaaaatcctttgaaaaaacccaaaaaaaatttacaaaaaaatccgegtctccccecgecggagace
ccggtgaagcagccgagaccgacccgceccgceccgeggecccgeagetccaagcaggaacccagagaccgaggcecttectgec
gcccggacccagcaccgccagcctegctcececcggttccacggecgttgagtacgegtegattceggttgaattttgtcectctgegete
gcccccgetececteceececeggeteegtecceceggeccegeactegetetectectctcacgggaaaggtegeggectgeggeccceg

cgggcageegtgecgagGCTAGCGCTAGC

Mut 3

AGATCTAGAT CTccccttctccececggeggttagtgctgagagtgcggagtgtgtgetccgggetcggaaacccggtgaagea

gccgagaccgacccgceccgceccgcggecccgeagctccaagcaggaacccagagaccgaggccttectgccgeccggaccca
gcaccgccagcctcgctceceecggttccacggecgttgagtacgcegtegattccggttgaattttgtcectetgegetegecccegetece
ctceecceggcteegtecceecggeccegeactegetctectectctcacgggaaaggtcgeggectgeggecccgegggeagecgt

gccgagGCTAGCGCTAGC

* Yellow and Green highlight denote 5’ and 3’ cluster respectively. One or both these clusters
are deleted in Mut 1, Mut 2 and Mut 3.

AGATCTAGATCT: Bglll restriction site used to clone 5 UTR and mutants into firefly
luciferase vector.

GCTAGCGCTAGC: Nhel restriction site used to clone 5 UTRs and mutants into
firefly luciferase vector.




Ccnd2 5°-UTR

AGATCTAGATCTtgcctgagcgagagaggagagcgagctgaggagagecgggcagttcggagggaaggaccggtgeg
agtcaggcggcccttgaggctcegetecgeccaccttccactcttetetctetcteteectetetetetttgecatttetttcctctcccaaatctee
cattcagccaaaggaaggaggtaagggaagcactccccgaccccecccgeacciccaaaaaataataataataaaaaaaattta

cagtcgggaccgagtggtggecggcetggctGCTAGCGCTAGC

CCND2-Mut

AGATCTAGATCTtgcctgagcgagagaggagagcgagctgaggagagecgggcagttcggagggaaggaccggtgeg
agtcaggcggcccttgaggctcegetecgeccaccttccactcttetetetetcteteectetetetetttgecatttetttcctctcccaaatctec
cattcagccaaaggaaggaggtaagggaagcactccccgacccccccgcaccagtggtggecggetggctGCTAGCGCTA

GC

** Yellow highlight denote identifies region of PABPC1cluster within the 5° UTR of Ccnd2
MRNA. This region is deleted in Ccnd2-Mut.

*k%k

Safb 5’-UTR

AGATCTAGATCTagtgtcgaggtgcgectccggggaggctgaageggttcectctcaggeggegccattttgtggtaagagg
gccgagattcaaaaaaataataataataacaaatcaaaaaaaaaacacactcacgcaaacccactgacccggttctgtgtgaag
tgggcgacggaaccagggtccctggaGCTAGCGCTAGC

Safb-Mut

AGATCTAGATCTagtgtcgaggtgcgectccggggaggctgaageggttccctctcaggeggegccattttgtggtaagagg

gccgagcccactgacceggttetgtgtgaagtgggegacggaaccagggtecectggaGCTAGCGCTAGC

*** Yellow highlight denote identifies region of PABPC1cluster within the 5° UTR of Safb
MRNA. This region is deleted in Safb-Mut.
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Amd1 5’-UTR

AGATCTAGATCCTtcgcttacacagtatggccggegacattagctagcegctcgctcaactctcctaacgggaaagcagcggac
tacaagagactgaactgtatctgcctctatttccaacagactcacgttcaactttcgctcacgaaaatagccgggaaaattttattagtc

ctttttttanaaaaaagttaatataaaattatagcaaaaaaaaaaaaaaaaggaacctgaactttagtaacacagctggaacaatc
cgcagcggcggcaggageggcgggagaagagatttaatttagttgattttctgtggttgttggttgttcgetagtctcacggtg GCTAG

CGCTAGC

Amd1-Mut

AGATCTAGATCCTtcgcttacacagtatggccggegacattagctagegctcgcetcaactctcctaacgggaaagcageggac

tacaagagactgaactgtatctgcctctatttccaacagactcacgttcaactttcgctcacgaaaatagccgggggaacctgaacttta
gtaacacagctggaacaatccgcagcggcggcaggagcggcgggagaagagatttaatttagttgattttctgtggttgttggttgttcg

ctagtctcacggtgGCTAGCGCTAGC

**** vellow highlight denote identifies region of PABPC1cluster within the 5 UTR of Amd1
MRNA. This region is deleted in Amd1-Mut.




